sodium chloride 2.93 g, potassium chloride 1.485 g, sodium bicarbonate 3.37 g, anhydrous sodium sulfate 11.37 g in 2 L water) was applied to induce defecation.
Faecal DNA was amplified at the V4 region of 16S rRNA gene using polymerase chain reaction with PrimeSTAR GXL DNA Polymerase (Takara Bio, Shiga, Japan).
Sequencing was performed using a 300-bp paired-end sequencing protocol on the Illumina MiSeq platform (Illumina, San Diego, California, USA). Amplicon sequences were assigned to taxa of the microbial reference 16S rRNA gene sequence database using a pipeline as described. 
Gemmiger Lachnospiracea incertae sedis Megamonas
Relative abundance D0_F D1-1_F  D1-2_F  D60_F  D1-3_F  D0_R  D1-1_R  D1-2_R  D0_F  D1-1_F  D1-2_F  D60_F  D1-3F  D0_R  D1-1_R  D1- 
